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Effect of Qiwei Baizhu Powder on the Intestinal Flora of 
the Splenoasthenic Diarrhea Mice
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Shi et al.: Effect of qiwei baizhu powder in splenoasthenic diarrhea mice

To explore the effect of Qiwei Baizhu Powder on the intestinal flora of splenoasthenic diarrhea mice and 
its mechanism. The splenoasthenic diarrhea mouse model established by different modeling methods 
(antibiotics and traditional Chinese medicine compound prescription) was used as the experimental 
group, and a blank control group was set up at the same time. Qiwei Baizhu Powder was used to treat 
the splenoasthenic diarrhea model mice. The splenoasthenic diarrhea mouse model established by taking 
Dachenqi Tang (Traditional Chinese medicine Group) had the most severe splenoasthenic diarrhea and 
poor mental state, while without significant effect on intestinal flora (p>0.05). The splenoasthenic diarrhea 
mouse model constructed by gentamicin sulfate and cefradine (Antibiotic combination group) had the 
best effect. The results of the antimicrobial spectrum showed that the gentamicin sulfate and cefradine 
could form the maximum complementary effect and the effect was long-lasting. After the intragastric 
administration of Qiwei Baizhu Powder, the mice in the Traditional Chinese medicine Group were quickly 
cured and the syndrome of splenoasthenic diarrhea disappeared. The number of intestinal lactic acid 
bacteria and fungi in the antibiotic combination group was significantly higher than that in the normal 
group (p<0.01). In Qiwei Baizhu Powder, there are probiotics that promote the growth of lactic acid 
bacteria and fungi, which can cure the imbalance of intestinal flora.
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In traditional Chinese medicine (TCM), the “spleen” 
is completely different from the spleen organs in 
western medicine. In TCM, the spleen is related to 
the stomach, which is responsible for the assimilation 
of food and liquid and transformation into nutrients 
available to the human body[1]. Therefore, dyssplenism 
in TCM is the general name of the digestive and 
circulatory syndrome of various related diseases[2-4]. 
Typical features of dyssplenism include loss of appetite 
and indigestion, fatigue and hemorrhagic diseases. 
Spleen deficiency syndrome (SDS) is a typical TCM 
syndrome characterized by loss of appetite, fullness and 
drowsiness after eating, fatigue, pale face and tongue, 
weight loss and sparse stools[5]. Spleen-yang deficiency 
syndrome (SYDS) is one of the commonest types of 
SDS. Patients with SYDS are usually diagnosed with 
abnormalities of the gastrointestinal system, such as 
splenoasthenic diarrhea, chronic gastroenteritis or 
hepatitis and Candida infection[6-9]. However, up to now, 
the biological mechanism of SYDS is not clear. 

The human body can be called a “superorganisms” 
due to the human body is made up of cells, tissues, and 

organs. This “superorganisms” is not only composed 
of normal cells of the human body, but also includes 
a large number of symbiotic microorganisms on the 
body surface and intestines. Symbiotic microorganism 
plays a key role in maintaining human health in the 
intestinal tract. So as a superorganism, we have two 
sets of genomes, the host genome and the microbial-
encoded genome[10-13]. Intestinal flora participates in 
the utilization of intestinal polysaccharides, which is 
very important to the function of the human digestive 
system[14-16]. As described in the theory of TCM, SYDS 
is a complex phenotype, which reflects the overall 
change of digestive system disorders[3,5,17]. Therefore, 
theoretically speaking, intestinal flora disorder may 
promote the development of SYDS[18]. However, there 
is no evidence of this hypothesis in clinical practice.
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In medical research, in order to clarify the pathogenesis 
of the disease or the efficacy of drugs, it is necessary 
to establish animal disease models. The establishment 
of splenoasthenic diarrhea model is an important 
means to study the pathogenesis of splenoasthenic 
diarrhea. Different types of splenoasthenic diarrhea 
need to establish the corresponding model, and the 
establishment of the model is the basis of medical 
research, the quality of the model is directly related 
to the success or failure of the research. Many factors 
can cause splenoasthenic diarrhea, the splenoasthenic 
diarrhea treated with TCM compound prescription 
has been widely recognized at home and abroad. A 
large number of studies have confirmed that the effect 
of TCM compound prescription in the treatment of 
splenoasthenic diarrhea is better than that of western 
medicine[2]. The original prescription of Qiwei Baizhu 
powder is contained in the second volume of XiaoEr 
YaoZheng ZhiJue, er qian wu fen ginseng, wu qian 
poria alba, wu qian baizhu (Fried), wu qian wrinkled 
giant hyssop, er qian radices saussureae, yi qian 
liquorice, wu qian the root of kudzu vine (Thirsty to 
yi liang). It has the function of invigorating spleen 
and generating body fluid, promoting qi circulation 
to relieve flatulence, and strengthening the body 
resistance to eliminate pathogenic factors. Clinical 
practice shows that, Qiwei Baizhu powder has a good 
therapeutic effect on many intestinal diseases such 
as antibiotic-induced splenoasthenic diarrhea, and 
infantile persistent splenoasthenic diarrhea. Modern 
pharmacological and pharmacodynamic studies have 
shown that, Qiwei Baizhu powder can restore the 
imbalance of intestinal microorganisms to normal, and 
make intestinal microorganisms reach a new balance[4]. 
Therefore, in this study, different modeling methods 
of splenoasthenic diarrhea were studied by appearance 
symptoms and intestinal microbial culture, and the 
recovery effect of ultra-micro Qiwei Baizhu powder 
on splenoasthenic diarrhea model was studied in order 
to provide experimental basis for the establishment of 
mouse splenoasthenic diarrhea model.

MATERIALS AND METHODS

Animals and feed

Specific pathogen-free (SPF) mice were purchased from 
the Shanghai Lab Animal Research Center of Chinese 
Academy of Sciences. The feed used in this experiment 
was provided by the Animal Experimental Center of 
Jiangxi University of Traditional Chinese Medicine.

Drugs and reagents

The medicinal materials in the Dachenqi Tang 
compound are identified and provided by the department 
of TCM in our hospital (Rheum officinale, glauber salt, 
Mangnolia officinalis, Fructus aurantii immaturus, 
<Pharmacopoeia of People’s Republic of China>, 
2010 edition). Common drugs used in this experiment 
include gentamicin sulfate injection, cefradine capsule, 
lincomycin hydrochloride injection, erythromycin 
lactobionate, ceftriaxone sodium injection, ampicillin 
sodium injection and ultra-micro Qiwei Baizhu powder 
(ginseng, licorice, the root of kudzu vine, Saussurea 
lappa, fried baizhu, wrinkled giant hyssop, poria alba.

Culture media

The bacterial medium was Lysogeny broth (LB) 
medium[5], the fungal medium was martin rose bengal 
streptomycin agar medium[5], the Escherichia coli 
medium was eosin methylene blue agar medium (EMB)
[5], and the lactic acid bacteria medium was De Man, 
Rogosa and Sharpe (MRS) agar medium [6].

Experimental animal grouping

A total of 60 SPF mice (30 male and 30 female, 
weighing 18±2 g) was randomly divided into 5 
groups after 4 d of adaptive feeding, ampicillin and 
lincomycin hydrochloride combination group (group 
A), ceftriaxone and erythromycin combination group 
(group B), gentamicin and cefradine combination group 
(group C), Dachenqi Tang group (group D) and control 
group (group E). After the success of the model, half 
of the mice in each group were dissected and analyzed 
for intestinal microorganisms, and the other half 
were given intragastric administration of ultra-micro 
Qiwei Baizhu powder, the control group to continue 
intragastric administration of normal saline.

Modeling method

Group A, a combination of lincomycin hydrochloride 
and ampicillin[7]. According to the body weight of 
the tested mice, each mouse was given a dosage of 
30 mg and 60 mg/d, respectively. Then, 0.3 ml of the 
mixed solution was given to the mice by intragastric 
administration twice a day, resulting in intestinal flora 
disorder. Group B, a combination of ceftriaxone and 
erythromycin[8-9]. According to the body weight of the 
tested mice, each mouse was given 30 mg/d. Then, 
0.3 ml of the mixed solution was given to the mice 
by intragastric administration twice a day, resulting 
in intestinal flora disorder. Group C, a combination 
of gentamicin and cefradine[7]. According to the body 
weight of the tested mice, the daily doses of each mouse 
were 40 mg and 30 mg, respectively. Then, 0.3 ml of 
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the mixed solution was given to the mice by intragastric 
administration twice a day, resulting in intestinal flora 
disorder. Group D, the model was made by diarrhea of 
bitter and cold method, and the decoction was prepared 
by Dachenqi Tang compound[10], which including 27 
g Rheum officinale, 18 g Mangnolia officinalis, 18 g 
Fructus aurantii immaturus, and 27 g glauber salt. In 
the preparation of the decoction, magnolia officinalis 
and Fructus aurantii immaturus were decocted first, 
then Rheum officinale was added, and finally glauber 
salt was added. Then, 0.3 ml of the mixed solution was 
given to the mice by intragastric administration twice 
a day. The model group was treated continuously for 7 
d. The control group was given 0.3 ml/mouse normal 
saline twice a day.

Ultra-micro Specifications and Method of 
Administration

Traditional medicinal materials are baked at low 
temperature (60°), the coarse powder is prepared by 
the grinder, and ultra-micro powder is prepared by 
micronizer (0-15°). That is, Qiwei Baizhu ultra-micro 
powder (>200 mesh), which was identified by the 
Research Center of traditional Chinese Medicine, Ultra-
micro Engineering Technology of Hunan Academy 
of traditional Chinese Medicine, and it meets the 
specification of ultra-micro powder. Ultra-micro Qiwei 
Baizhu powder was prepared by adding boiling water, 
stirring, cooling and low-speed centrifugation to get 
the supernatant. The administration dose refers to the 
ultra-micro Qiwei Baizhu powder dose given by Deng 
Hongjie et al.[11], ultra-micro Qiwei Baizhu powder 1/2 
dose per group [0.08 g/(kg/d)]. A total of 0.3 ml of the 
mixed solution was given to the mice by intragastric 
administration twice a day for 5 d.

Clinical observation of the experimental animals

The body weight, fecal color, coat color, mental status 
and death of mice were recorded before, after and after 
the treatment with ultra-micro Qiwei Baizhu powder.

Extraction of the intestinal contents from mice

The executed mice were immediately placed on the 
super clean bench, and the intestinal contents of each 
group mice from jejunum to rectum were aseptically 
collected, and the intestinal contents of mice in the same 
group were collected and mixed by aseptic operation 
for later use.

Determination of the number of intestinal microbes

A certain amount of intestinal contents from each group 
was placed in a triangular bottle containing glass beads 

and aseptic water, and shake for 30 min at 120 rpm to 
fully disperse the microorganisms to a single existence 
as much as possible. Then select the appropriate dilution 
and count by the mixed bacteria method. Bacteria and 
Escherichia coli were cultured at 37° for 24 h, fungi 
were cultured at 30° for 96 h, lactic acid bacteria were 
anaerobic cultured at 37° for 48 h, and each dilution 
was repeated 3 times. The average value was taken and 
the number of microorganisms per gram of intestinal 
content was calculated.

Statistical analysis

The measurement data of each group were expressed 
by mean±standard deviation (x±s), and the data were 
processed by Data Processing System (DPS) v7.05 
software. The mean between the two groups was 
compared by the t-test. p<0.05 means there were 
significant differences.

RESULTS AND DISCUSSION

The degree of thinning and wetness of mouse feces 
during modeling and treatment was observed, the results 
are shown in fig. 1. During the modeling period (7d), the 
water intake of the mice in the group E was normal, the 
action was active, the coat was smooth, and the feces 
of the mice were dry and dark brown. In the antibiotic 
combined group, compared with the normal group, 
the feces of mice turned yellow, moist, slightly larger, 
mice were active and the coat color was normal 4th d 
after treatment. On the 5th d of treatment, the moderate 
splenoasthenic diarrhea appeared in the group B, which 
was stronger than that in group A and group C. On the 
last 2 d of modeling, the mice were treated with double 
dose of antibiotics, most of the mice in group A and 
C appeared moderate splenoasthenic diarrhea. In group 
B, compared with the 5th d, there was no significant 
difference in the degree of splenoasthenic diarrhea after 
doubling dose. And a small part of mice in group C 
showed severe splenoasthenic diarrhea, splenoasthenic 
diarrhea degree as group C>group A>group B. In group 
D, moderate splenoasthenic diarrhea appeared on the 
1st d of treatment, and the degree of splenoasthenic 
diarrhea was the most obvious 1 h after intragastric 
administration, and improved after 5 h. On the 5th d 
of treatment, most of the mice in group D had severe 
splenoasthenic diarrhea, hair turning, listlessness and 
fear of cold, and the mice in the cage were curled up 
together. On the 7th d of treatment, two female mice died 
in group D. During the modeling period, there was no 
decrease in food intake in the model group compared 
with the control group. Dissecting the intestinal 
contents, the cecum volume of group A, group B, group 
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C and group D was significantly larger than that of 
the control group, which was morbid, and the relevant 
pathological studies need to be further studied.

The body weight of mice is intuitive and easy to examine 
index, and it is closely related to many factors. The body 
weight of mice before treatment was analyzed, and the 
results were shown in fig. 2 and 3. As can be seen from 
fig. 2, the body weight of mice in both the model group 
and the control group increased significantly, and the 
rate of weight change was larger (fig. 3). Compared 
with the control group, the body weight of mice in 
group B (p<0.05) and C (p<0.05) increased obviously 
slowly, which indicated that the antibiotics in group 
B (ceftriaxone sodium, erythromycin lactose) and C 
(cefradine, gentamicin sulfate) could slow down the 
weight growth of mice (Table 1).

The traditional microbiological technique-dilution 
plate colony counting method was used to analyze 
the culturable microorganisms in the intestinal tract of 

mice. Table 2 shows that after the mice in the antibiotic 
combination group was treated with antibiotics, the 
modeling effect of group C was the best, and the number 
of bacteria, lactic acid bacteria (p<0.01) and Escherichia 
coli (p<0.05) decreased significantly. The result of the 
bacterial count was consistent with the observation of 
the apparent characteristics of mice in group C, and 
the degree of splenoasthenic diarrhea in group C was 
the most serious in the group treated with antibiotics. 
Gentamicin is a broad-spectrum antibiotic, which has 
good antibacterial activity against Enterobacteriaceae 
such as Escherichia coli, Proteus, Enterobacter. Most 
Enterococci were resistant to this drug, while cefradine 
had good antibacterial activity against Gram-positive 
cocci[12]. The combination of gentamicin and cefradine 
could show a good splenoasthenic diarrhea model 
effect. The modeling effect of group A is inferior to that 
of group C and the number of bacteria (p<0.05) and 
lactic acid bacteria (p<0.01) decreased significantly. 
According to the apparent characteristics of mice, the 
degree of splenoasthenic diarrhea in group A was lower 

Fig. 1: Effects on the clinical features of mice

 Fig. 2: Effects on mice weight
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than that of group C and stronger than that of group B. 
The combination of ampicillin sodium and lincomycin 
hydrochloride to produce the mouse splenoasthenic 
diarrhea is a classical method. Many scholars use this 
method to produce mouse splenoasthenic diarrhea, and 
show good results[8-12]. Ampicillin is broad-spectrum 
semisynthetic penicillin. It has strong antibacterial 
activity against Staphylococcus and Enterococcus, 
which does not produce penicillinase. Some Escherichia 
coli, Salmonella and Shigella bacteria are also sensitive 
to this product. Lincomycin has strong activity against 
Staphylococcus aureus and anaerobes, but not against 
Enterococcus and gram-negative bacteria or yeasts. 
The combination of ampicillin and lincomycin can also 
show a good splenoasthenic diarrhea model effect. The 
effect of modeling in group B was the worst, and the 
number of bacteria and Escherichia coli not decreased 
significantly (p>0.05).

According to the apparent characteristics of mice, 
the degree of splenoasthenic diarrhea in group B was 
lower than that in group A and group C. The reason is 
that erythromycin and ceftriaxone sodium are not well 

mixed with each other[12], resulting in white turbidity 
and caking precipitation, which makes the combination 
of antibiotics invalid, and good splenoasthenic diarrhea 
effect can be shown when used alone[8-9]. The number of 
fungi increased significantly (group B and C, p<0.05) 
in the antibiotic combination group. The combination 
of antibiotics had high activity against bacteria, 
resulting in a significant decrease in the number of 
intestinal bacteria, while the activity of antibiotics to 
fungi was lower, and fungi increased competitively 
in the intestine. In group D, Dachenqi Tang did not 
cause significant changes in intestinal flora (Table 2). 
However, from the apparent characteristics of mice, 
the degree of splenoasthenic diarrhea in group D was 
significantly stronger than that in the group of antibiotics 
combination, and the degree of splenoasthenic diarrhea 
in mice was especially serious within 1-5 h after the 
intragastric administration of Dachenqi Tang. Rheum 
officinale was the monarch drug in Dachenqi Tang 
prescription, which has the function of purgating heat 
and bowels, cleansing intestines and stomach, and 
can promote intestinal peristalsis[13]. Glauber salt was 

 Fig. 3: Weight change rates after modeling and treatment in each group (%)

Group Weight change after the 
molding (g)

Rate of weight change 
after the molding (%)

Weight change after 
treatment (g)

Rate of weight change 
after treatment (%)

A Group 6.04±1.95 19.52±5.04 1.02±0.33 3.13±0.97
B Group 2.33±0.92 8.32±1.59 1.86±0.32 6.23±1.78
C Group 1.74±0.62 6.43±1.01 4.33±0.96 13.79±3.12
D Group 5.12±2.34 17.23±3.97 3.36±0.79 10.16±3.42
E Group 6.55±2.00 21.43±4.76 3.2±0.78 9.48±2.78

TABLE 1: EFFECT ON MOUSE BODY WEIGHT (x±s, n=10)

Group Bacteria 
(107 CFU/g)

Colibacillus
(107 CFU/g)

Lactic acid bacteria 
(107 CFU/g)

Fungi
(106 CFU/g)

Group A 9.698±0.114 2.143±0.186 0.309±0.010 0.426±0.029

Group B 20.672±0.566 9.964±0.287 10.977±1.128 14.648±0.134

Group C 0.504±0.0363 0.115±0.069 0.380±0.030 1.442±0.234

Group D 77.347±9.041 13.785±0.580 17.278±0.652 0.532±0.082

Group E 37.163±2.177 17.010±0.451 10.250±0.442 0.128±0.021

TABLE 2: THE EFFECT OF ANTIBIOTICS AND CHINESE MEDICINE ON INTESTINAL MICROBES IN MICE 
(x±s)
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the ministerial drug in Dachenqi Tang prescription.  
The main component of glauber salt is sodium sulfate 
(lubricant), which can increase the volume of intestinal 
cavity and stimulate the intestinal wall[14]. It can help 
Rheum officinale to purge heat and defecate. Thus 
Dachenqi Tang can cause splenoasthenic diarrhea in 
mice in a short time. And taking Dachenqi Tang for a 
long time can damage the promordial Qi of the body 
and weaken the function of the spleen and stomach. In 
the experiment, it was observed that the mice showed 
similar syndrome of spleen deficiency, such as mental 
malaise, fear of cold, sparse and erect of hair, which 
could damage the immune function of the body after 
taking it for a long time[10]. The symptoms of mice 
treated with a large dose of Dachenqi Tang were 
consistent with the characteristics of splenoasthenic 
diarrhea in TCM, but it did not cause the imbalance of 
Intestinal flora (fig. 4).

Seven days after the establishment of the model, 
splenoasthenic diarrhea mice were treated with 1/2 
dose of ultra-micro Qiwei Baizhu powder, and then 
the apparent characteristics of the treated mice were 
analyzed. During the treatment period (5 d), the 
symptoms of splenoasthenic diarrhea in group B and D 
completely improved on the 2nd d of treatment, and the 
spirit of mice in group D returned to normal. The mice 
in group A improved on the 3rd d of treatment, and the 
splenoasthenic diarrhea in group C improved completely 
until the 5th d of treatment (fig. 1). During the modeling 
period, it was found that the cecal volume of group A, 
group B, group C and group D was significantly larger 
than that of the control group. The change of body 
weight of mice after treatment was analyzed, and there 
was no significant difference in the change rate of body 
(p>0.05, Table 3, fig. 1). Although the symptoms of 
splenoasthenic diarrhea have improved, the weight gain 
is slow. From the apparent characteristics of mice after 

dissection, it can be seen that the morbid cecum may 
be due to the destruction of the intestinal mucosa and 
intestinal wall structure after long-term treatment with 
antibiotics, which cannot be repaired immediately, and 
then affecting digestion and absorption.

In the antibiotic treatment group, the number of 
bacteria, Escherichia coli and lactic acid bacteria 
increased significantly after ultra-micro Qiwei Baizhu 
powder treatment, and the number of bacteria returned 
to the normal level (p>0.05). The analysis of specific 
microorganisms in the intestinal tract of mice showed 
that the number of Escherichia coli in group A 
increased (p<0.05), the number of lactic acid bacteria 
in group A, group B and group C increased significantly 
too (p<0.05). In the antibiotic combination group, 
the number of fungi in the intestinal tract increased 
competitively due to the treatment of ultra-micro Qiwei 
Baizhu powder (p<0.01). It may be due to the existence 
of certain probiotics in the ultra-micro Qiwei Baizhu 
powder, which can promote the growth of Escherichia 
coli, lactic acid bacteria and fungi in the case of intestinal 
flora imbalance. From fig. 3, there was no significant 
change in the number of bacteria, Escherichia coli, 
lactic acid bacteria and fungi in group D compared with 
the control group (p>0.05). It shows that Dachenqi 
Tang does not cause splenoasthenic diarrhea due to 
the imbalance of intestinal flora. However, in group D, 
splenoasthenic diarrhea improved completely on the 2nd 
d after treatment, and the symptoms of spleen deficiency 
such as listlessness, chills, hair sparse and erection also 
disappeared, indicating that Qiwei Baizhu powder has a 
good effect on splenoasthenic diarrhea, which has also 
been confirmed in other studies[15] (Table 4).

In recent years, due to the widespread use or abuse of 
antibiotics, intestinal flora disorders and even intestinal 
flora drug resistance has become increasingly serious[16], 

 
Fig. 4: Effects of different modeling methods on intestinal microbes
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the choice of TCM treatment has a good practical 
significance. To prepare a stable intestinal flora disorder 
model and study the efficacy of related effective TCM 
compound prescription can promote the research 
and application of TCM compound prescription in 
the treatment of intestinal flora-related diseases, and 
provide a reliable experimental animal model. In this 
study, 6 kinds of antibiotics commonly used in the 
clinic were selected to construct the splenoasthenic 
diarrhea model of flora imbalance, and the intestinal 
microecological mechanism of splenoasthenic diarrhea 
model constructed by Dachenqi Tang was analyzed. 
Studies have shown that Dachenqi Tang can cause 
splenoasthenic diarrhea quickly and seriously, spleen 
deficiency syndrome appeared after long time treatment, 
while it has little effect on the intestinal microorganisms. 
In the antibiotic modeling group, from the results of 
external characteristics, body weight changes and the 
effects on intestinal microorganisms, the modeling 
effect of gentamicin sulfate combined with cefradine 
was the best. It’s mainly because their antibacterial 
spectrum could reach the maximum complementarity, 
and the mixture does not invalidate the drug.

Qiwei Baizhu powder was taken from the Decoction of 
Four Mild Drugs[17], with the function of invigorating 
Qi and strengthening the spleen. The Decoction 
of Four Mild Drugs contains codonopsis pilosula, 
atractylodes macrocephala, Poria cocos and licorice. 
A large number of studies have confirmed that the 
Decoction of Four Mild Drugs can regulate intestinal 
flora disorders[18]. On the basis of Decoction of Four 
Mild Drugs, Qiwei Baizhu powder added three kinds 

of herbs, radices saussureae, wrinkled giant hyssop and 
the root of kudzu vine. Modern studies have confirmed 
that the mechanism of atractylodes macrocephala in 
the treatment of gastrointestinal diseases is mainly to 
provide gastrointestinal motility and gastric mucosal 
protection. Also, it can be used for anti-tumor, anti-
oxidation, prevention of senile dementia and anti-
inflammation[19]. Codonopsis pilosula has the functions 
of increasing appetite, promoting body growth, 
enhancing body immunity, promoting the increase of 
blood cells and improving the blood system[20]. Poria 
cocos have the effect of anti-tumor and enhancing 
immunity. Wrinkled giant hyssop contains volatile 
oil that can promote the secretion of gastric juice and 
enhance digestion, and has gastrointestinal spasmolysis, 
astringing to stop diarrhea, and antifungal effect[21]. The 
root of kudzu vine has the effects of reducing blood 
press, dilate coronary vessels, inhibit arteriosclerosis, 
anti-oxygen free radicals and anti-tumor[22]. Daidzin 
of the root of kudzu vine has an obvious spasmolysis 
effect on the isolated intestine. Radices saussureae has 
the effects of anti-inflammation and anti-splenoasthenic 
diarrhea, and anti-inflammation is the main mechanism 
of anti-splenoasthenic diarrhea. Radices saussureae 
contains costunolide and dehydro-α-curcumene, 
which has relaxing smooth muscle and spasmolysis 
effect. Licorice has the function of enriching qi and 
regulating the middle warmer, and harmonizing 
various drugs. Its main component flavonoids have an 
inhibitory effect on gram-positive bacteria. From the 
pharmacological effects of a single medicine, it can be 
seen that immune function and gastrointestinal motility 

Group
Bacteria Colibacillus Lactic acid bacteria Fungi

(108 CFU/g) (107 CFU/g) (107 CFU/g) (107 CFU/g)

A Group 6.085±0.6008 45.412±6.0851 25.851±2.0775 26.216±7.0478

B Group 5.867±0.2241 11.083±2.2554 42.325±3.0491 22.644±1.0099

C Group 5.108±0.4389 21.132±3.2795 36.423±2.3944 26.723±1.2177

D Group 5.831±0.5623 3.245±0.4307 5.137±0.5613 0.033±0.0014

E Group 6.924±0.6142 2.351±0.6641 3.471±0.3487 0.023±0.0028

TABLE 3: EFFECT OF QIWEI BAIZHU POWDER ON INTESTINAL MICROBIAL QUANTITY IN MODEL MICE

Group
Bacteria Colibacillus Lactic acid bacteria            

(107 CFU/g)
Fungi

(108 CFU/g) (107 CFU/g) (107 CFU/g)
A Group 6.085±0.6008 45.412±6.0851 25.851±2.0775 26.216±7.0478
B Group 5.867±0.2241 11.083±2.2554 42.325±3.0491 22.644±1.0099
C Group 5.108±0.4389 21.132±3.2795 36.423±2.3944 26.723±1.2177
D Group 5.831±0.5623 3.245±0.4307 5.137±0.5613 0.033±0.0014
E Group 6.924±0.6142 2.351±0.6641 3.471±0.3487 0.023±0.0028

TABLE 4: EFFECTS OF ULTRA-MICRO QIWEI BAIZHU POWDER ON THE NUMBER OF INTESTINAL 
MICROBES IN MODEL MICE
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were the significant pharmacological characteristics of 
Qiwei Baizhu powder[23]. At present, the research on 
the therapeutic mechanism of Qiwei Baizhu powder is 
mainly based on the analysis of immunological indexes. 
This study aims to explore the therapeutic mechanism 
of Qiwei Baizhu powder from the regulating effect of 
Qiwei Baizhu powder on the imbalance of intestinal 
flora caused by different modeling methods. The results 
showed that Qiwei Baizhu powder could regulate 
the imbalance of flora, and the number of lactic acid 
bacteria and fungi was significantly higher than that in 
the normal intestinal tract. It indicates that there were 
some probiotics in Qiwei Baizhu powder, which could 
promote the growth of lactic acid bacteria and fungi 
in the intestinal tract. There are many reports about 
the existence of probiotic-like substances in TCM 
compound prescription[24]. However, it is not possible 
to determine which specific active substances in Qiwei 
Baizhu powder play the role of probiotics now, which 
needs to be analyzed in combination with the effective 
chemical components of the seven medicines. Wrinkled 
giant hyssop has an antifungal effect, which is contrary 
to the results of this study, and the reason remains to be 
further confirmed.
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